: Distribution of follow-up time in 7710 American Indians who participated in a longitudinal study of the etiology of T2D among the Gila River Indian Community in Arizona. Individuals (age≥5 years) were invited to participate in biennial measurements of BMI and a 75-g oral glucose tolerance test [data collected from 1965 [data collected from -2004 *Z-scores were converted to BMI units using the mean and standard deviation of 12-yearold Pima females. SNPs (n=9) were analysed for AIR in 298 full-heritage Pima Indians with normal glucose tolerance; and for insulin sensitivity and % body fat in 555 non-diabetic American Indians. The risk allele (given first) is defined as the allele with higher risk for early-onset T2D. R: risk allele; N: non-risk allele. RAF: risk allele frequency. Insulin secretion (AIR) and insulin sensitivity are log 10 -transformed before analyses to approximate a normal distribution, and beta is exponentiated to obtain the effect per risk allele, expressed as a multiplier. Beta and p value for AIR are adjusted for age, sex, % body fat and rate of glucose disappearance during insulin-stimulation. Beta and p value for insulin sensitivity are adjusted for age, sex, % body fat and heritage. Beta for % body fat is the difference in least square mean. Beta and p value for % body fat are adjusted for age, sex and heritage.
